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Dear Josh,

Thank you for returning my vaper with all the comments. I have submitited
it to Genetics, but haven't heard yet what they think of it. If nossible, I will
try to correct some of the unclear wolnts that you pointed out.

A8 for the "larmarklan note", here is my line of ressoning : I have
sonclnded, and you tended to ugree, that a washed h/ cell is essentially h-
before it tegins to grow againe. A new h/, unlike an old hf ¢cell, cannot commenge
to divide on minimal medium unless & small amount of histidine is addpde @
assume that the new hf, formerly h-, is zble to form all amino acids.exse:t
histidine. Thus, the(proteid)buildiug block essential for the “repair" of the
h/ gene which is not already present in the new mutant is nhiistidine. It might be
logical to assume that all or many genes in h= or new hf cells are unable to
function effectively with = lack of histidine for suuvstirate. “he addition of
histidine might muke it possible for the sctivity of many genes to result in
the building up of hf function in the back-mutated gene. Histidine might or
might not be one of the building vlocks added to the gene, if one may visuullize
the priming process as the literal building up of. genetic material. Histidine, by
the way, ls reported to be transforied into pyridine in bucterisz. Thus the
entrince of histidine into the gene does not seem to me to be a lamerkian idez in
the cense that the gene making histidine is composed mostly of histidine- anyway,
I did not mean to irply the latter notion.

Thank you very much for the summary of L&D. Wnat you sazy about the theoretical
clone size varying with the mutation model is certainly true, but I don't see how
apoarent lag, especially of the magnitude found by sewcombe, could be ex-lained on
the basis of any regular type of mutation. I did not attempt to calculate a :ean
of the ..ethod II data after both ou and sewcombe had pointeu out the dirfficulties.

The data for ..ethods I and III were averaryed using the numuer of observationss

iou noticed the lack of coherance between the introduciion and "cagey"
discussion. ietually, I started out with & cugey introduction too, for it is
most difficult to come to auny conclusions which one ciun be sure have cliear
implic.ations for genetics .s .. whole. However, some of the members of my ‘hD
board wanted the introduction changed, znd { had to ovlizet
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